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Title 
Establishing a harmonized eDNA methodology and start a baseline monitoring system throughout the 
Baltic Sea 

Submitted by: 
Coalition Clean Baltic 

Description of measure 
eDNA can be a very strong supporting tool to traditional monitoring and can is no longer be seen as a 
“science frontier” or an unverified method. On the contrary, the techniques and methods are becoming 
streamlined and the usefulness of analysing water samples with this method has proven itself as cost-
effective, accurate and valuable as additional tool in environmental monitoring. CCB propose that 
HELCOM CP agree to start developing a regional harmonised approach to eDNA and to start baseline 
monitoring now. Tracking alien species, monitoring species movements (climate change effects), 
detecting rare species (not least upstream) to prioritise measures, analysing faeces and stomach content 
to complete food web studies etc would greatly benefit from a uniform approach making cross basins 
and Baltic wide comparisons without difficulties of differences in approaches and methodology.  

Activity:  
Research, survey and educational activities (seismic surveys, fish surveys)  

Pressure: 
Input or spread of non-indigenous species 
Loss of, or change to, natural biological communities due to cultivation of animal or plant species 
Disturbance of species: Visual, presence, boating, recreational activities, above-water noise 
Input of genetically modified species and translocation of native species 
Disturbance of species: Other (e.g. barriers, collission) 

State: 
Red listed species and habitats 
Non-indigenous species  
Other 

Extent of impact: 
A harmonised approach to eDNA sampling and monitoring sample storage would make the use of this 
tool most effective in so far as complete comparability would be achieved. We should not develop 
national approaches but directly coordinate this on a Baltic catchment level.  

Effectiveness of measure 
Baseline data are most useful if it has long time series and is comparable over time and regions. Starting 
with a harmonized approach is crucial, without being focused on technique or analysis labs etc. The 
technology to analyse data/samples will evolve quickly and its more important to focus on agreed basic 
elements, sampling methodology and storing samples to revisit once new technological developments 
are developed.  

Cost, cost-effectiveness of measure: 
eDNA has already now a huge potential to reduce costs and to be able cover much larger areas than 
previously possible. If a regionally agreed approach can be established, costs should be reduced even 
further. 

Feasibility: 
Agreeing on a harmonised approach should be a fairly simple task. Making use of it and for example 
storing samples is up to each CP but the advantages are clear. 

Follow-up of measure: 
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Background material: 
Presentations on eDNA usage: 
https://www.slu.se/globalassets/ew/org/inst/aqua/externwebb/genetik/fish-crayfish-and-mussels-as-
edna_backgound_fieldwork_patrik.pdf 
 
https://www.slu.se/globalassets/ew/org/inst/aqua/externwebb/genetik/dnabased-
methodology_thomas.pdf 
 
https://www.slu.se/globalassets/ew/org/inst/aqua/externwebb/genetik/top-predators-and-
edna_kalle.pdf 

References 
SLU aqua report Aqua reports 2018:18, “eDNA i en droppe vatten” abstract in English  (CCB working on 
translation of the SLU paper) 
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Clarifications to CCB BSAP proposal “Establishing a harmonized eDNA 
methodology and start a baseline monitoring system throughout the 
Baltic Sea” 
 

Why harmonize?  
The Baltic Region has several historic examples of non-comparable monitoring data across borders, 
e.g. electrofishing monitoring for salmonids with different gears, voltage use, grids etc resulting in 
not fully comparable data. Another example is monitoring of coastal fish using different catch 
methods and net gears also resulting in difficulties to compare data. Naturally, this is a scientific field 
where development is ongoing today but there is no overarching guidance from the “user” of what is 
needed. HELCOM CP could fill this role and make such guidance on a regional scale. 

eDNA is a method of monitoring that will only increase and continue to improve. It is wise to early in 
the R&D process to consider harmonization across the region to be able to compare data, to lower 
costs (standardization) and to make sure time series starting now is useful in the future as baseline 
data etc. Also important is to consider methods for saving/storing samples to be able to use updated 
technologies in the future as the data power will only improve. 

It would be unfortunate if different methods, e.g. sampling sizes, sampling gathering methods, 
method to limit contamination etc would develop separately in the Baltic countries when instead 
calibration and comparability should be in focus. That is why CCB suggests to set up a plan for how to 
coordinate eDNA methods and sample storage already now.  

What is purpose of eDNA monitoring? 
eDNA will not make traditional river and coastal monitoring obsolete but offer a very cost effective 
and fast complement. As detection technology develops, eDNA analysis can be made faster and 
cheaper. One main purpose to start a harmonized monitoring is to create baseline data that can be 
used to monitor movement of species in marine waters (climate change). Another purpose is to 
cover more inland waters with monitoring for salmonids, eel, lamprey etc to indicate if more in depth 
traditional monitoring should be used.  Presence of rare, alien or new species (native but not 
previously present) can be detected with high or very high precision already today. Such detections 
can be very helpful to indicate where to spend efforts and to prioritize for example regarding salmon 
restoration work and be used as verification of successful migration after installed measures at dams 
or dam removals. 

Timelines 
Establishing a common approach to eDNA sampling should be initiated as a separate process to be 
concluded within a maximum of 3 years. As this is a scientific field with rapid development, naturally, 
such scientists/institutes should be major actors to develop a basic requirement specification and a 
few variations of sampling methods, such as how much water should be sampled, how to store etc. 
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